Expression profile obtained from the Planet Expression platform : http://aranet.mpimpgolm.mpg.de/index.html based on Affymetrix microarray experiments.
Comparison of the expression of BdCOMT6 in stems of Bd21-3 (WT) and Bd5139 60 DAG plants by qRT-PCR. Transcript levels of BdCOMT6 were normalized against the housekeeping gene Sadenosylmethionine decarboxylase (SamDC) and the expression value was set to 1 for WT (Experimental procedures detailed in Bouvier d 'Yvoire et al., 2013 ; BDCOMT-6-F GTTCCACGTCGACATGATCAT, BDCOMT-6-R CTACTTGGTGAACTCGATGGC, SAMDC-F CGGCAAGCTTGCTAATCTGCTGGAAT, SAMDC-R CAGAGCAACAATAGCCTGGCTGGC). Error bars are SD of three biological replicates. 
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Supplementary Fig. S2 : Phenotype of Bd5139 compared to WT(Bd21-3) plants.
Bd5139 plants cultivated in a growth chamber for 60 days do not show any obvious phenotype when compared to WT plants grown in the same chamber at the same time . 
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Biomass comparison between 8 WT (Bd21-3) and 8 Bd5139 plants grown in the same chamber at the same time. Grains and leaves were removed from harvested dry plants and stems were weighted. A slight decrease in biomass was observed. Bars : SD; **p<0,01(t-test). Highlighted : residues involved dimerisation (green), catalytic activity (yellow), interaction with cofactor (purple) , interaction with substrate (blue . ******::** *************:****:*************:********. Top : differential interference contrast images of sections of grains harvested at different stages of development. Bottom : images of WT and Bd5139 grains. Supplementary Table S1 
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